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SAFV2: 544571525 (3.5%)
CoxAd4: 4095171525 (2.6%)
CoxB4: 614571525 (4.0%)
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SAFV2, CoxA4. CoxBAMD F#ro

F fip S TE>T=IR D (%)
H)IL—7F REER
(%) SAFV?2 CoxA4 CoxB4
0-1 472 8(1.7) 8 (1.7) 11 (2.3)
2-4 454 RIGHD 27 (5.9) 25 (5.5)
5—11 469 20 (4.3) 5(1.1) 23 (4.9)
12-17 130 3(2.3) 0 2 (1.5)

Total 1525 54 (3.5) 40 (2.6) 61 (4.0)
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EEENIEY 389+0.7°C

37.9-37.9 38.0-38.4 38.5-38.9 39.0-39.4 39.5-39.9 40.0-40.5
xE(C)

FEE  5.7% 14.3% 28.6% 22.9% 22.9% 5.7%
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SAFV2 7HIDEEFTR

Case A B C D E F G
Age 3 2 12 10 7 7 16

WBC | 11000 15600 8400 11500 14300 16600

@ %Gra| 78.0 84.8 84.1 81.1 76.0 92.2
CRP 1.1 2.3 1.1 1.6 0.6 1.1

WBC | 10300 18200 9000 17900

@ %Gra| 69.0 67.7 80.0 88.8
CRP 11.4 11.2 7.0 7.8

WBC 5500 11800

® %Gra| 425 81.4
CRP 5.1 5.9
BHBEH 2 2 1 1 2 1 2
MEZE + + — 15 + + +
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37.1% 34.3% 22.8% 2.9% 2.9%
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Coxsackievirus B3; 1.9 year, Male, herpangina
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Coxsackievirus A10; 2.3 year, Female, Herpangina
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Coxsackievirus B5; 9 months, Male, Day?2
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